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SARS-CoV-2 Variant Timemaps
René L Warren • Inanc Birol

http://birol-lab.cahttp://warrenlr.github.io

https://bcgsc.github.io/SARS2

• Nucleotide variation in >1.6M GISAID genomes 
accumulating since ground zero strain

• Interactive Scalable Vector Graphics (SVG)
drag, pan, zoom, tilt, highlight, hover / tooltip

• Over 120 SVG timemaps, web-hosted
world / regional views
genes / genome / variation types
variants of concerns, WHO convention, custom

• Panorama of longitudinal strain evolution
in human hosts

Funding
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Genome sample counts
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Arrows indicate emerging
missense variations (from top to bottom) 
D1118H, S982A, T716I, P681H, A570D 
and N501Y

B.1.617.2 [20 A/S]
Delta variant

Genome, world, 
missense

Weekly emergence of spike protein variants
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